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S5 Fig. The mRNA and protein levels of cullins in colorectal cancer (CRC) tumor tissues.
(A-E) The mRNA levels of CUL2 (A), CUL3 (B), CUL5 (C), CUL7 (D), and CUL9 (E) in
tumor tissues. Twenty pairs of cancerous tissues (CRC) and their adjacent noncancerous (Ctrl)
tissues were subjected to quantitative reverse-transcription polymerase chain reaction analyses
to examine mRNA levels of CUL2, CUL3, CUL5, CUL7, and CUL9. ns, no significant
difference. (F) The relative protein levels of CUL1, CUL2, CUL4A, and CUL4B. Protein
signals in Fig. 1H were quantified using Image J software and normalized to glyceraldehyde
3-phosphate dehydrogenase (GAPDH). **p < 0.01, ***p < 0.001.





